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Abstract

In the last decades, obesity and nonalcoholic fatty liver disease (NAFLD) have become increas-
ingly prevalent in wide world. Fatty liver can be detrimental to liver regeneration (LR) and off-
spring of obese dams (HFD-O) are susceptible to NAFLD development. Here we evaluated LR
capacity in HFD-O after partial hepatectomy (PHx). HFD-O re-exposed or not to HFD in later
life were evaluated for metabolic parameters, inflammation, proliferation, tissue repair markers
and survival rate after PHx. Increasing adiposity and fatty liver were observed in HFD-O.
Despite lower IL-6 levels, Ki67 labeling, cells in S phase and Ciclin D1/PCNA protein content,
a lower impact on survival rate was found after PHx, even when re-exposed to HFD. However,
no difference was observed between offspring of control dams (SC-O) and HFD-O after sur-
gery. Although LR impairment is dependent of steatosis development, offspring of obese dams
are programmed to be protected from the damage promoted by HFD.

Introduction

Nonalcoholic fatty liver disease (NAFLD) may be defined as the hepatic manifestation of a met-
abolic syndrome.1 It is characterized by accumulation of hepatic fat in the absence of insults like
drugs or alcohol consumption and inherited disturbances.2,3 The NAFLD affects between 25%
and 45% of the population, independently of age, gender, and ethnicity.2,4 It has been associated
to diabetes mellitus, dyslipidemia, obesity, and the consumption of high-calorie diets, which are
important factors that lead to hepatic lipid accumulation.5

Many different experimental models have been used to investigate NAFLD,6–13 and the lit-
erature shows that maternal diets play an important role in offspring NAFLD development.14,15

In primates, the occurrence of nonalcoholic steatosis (NASH) and metabolic diseases was
reported due to the exposure to lipids excess frommaternal diet,16 Previous data from our group
using a mice model showed that maternal high-fat diet (HFD) consumption lead to fatty liver
and insulin resistance in adult mice offspring.17,18 However, HFD re-exposure in adulthood
aggravated both metabolic disturbances.19,20 Surprisingly, recently we found that survival rate
after LPS-induced sepsis in mice offspring of HFD dams (HFD-O) was higher than offspring of
control dams (SC-O), suggesting that despite the impairment in insulin signaling and liver lipid
homeostasis, maternal programming induced by HFD confer advantage to offspring (data
not shown).

It is estimated that about 50% of individuals with NAFLD progress to NASH and may need
some type of liver resection surgery.21 The liver has a unique and complex regenerative capacity,
and when 70% or more of the organ is removed (partial hepatectomy-PHx), the replication of
existing hepatocytes without activation of cell progenitors is observed.22 During this process, an
inflammatory response driven by interleukin-6 (IL-6) occurs, culminating in the activation of
several genes involved in cell replication.22,23

The liver regeneration (LR) process has been studied in order to uncover all the factors
involved with this highly regulated condition whose success is essential for the survival of
the individual in cases of surgery. Presence of hepatic steatosis and obesity, have been related
to impairment in regeneration after liver resection, probably due to preexisting inflammation.24

However, studies that used experimental models of diet induced obesity, such as high-sucrose
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diet, high-fructose diet, HFD, high-cholesterol diet, choline-
methionine-deficient diet, show development of different degrees
of steatosis and inflammation,6–13 probably due to the type of diet
and consumption time used in each model. Although offspring of
dams whose obesity was induced by a high-calorie diet developed
hepatic steatosis, there are no studies in the literature that inves-
tigated the LR process in the context of metabolic programming,
i.e., without the direct dietary interfering.

In this study, we hypothesized that although steatosis and
greater adiposity are complicating factors for LR, maternal con-
sumption of HFD during pregnancy and lactation, despite promot-
ing liver steatosis, could provide protection to the offspring
mitigating an impairment in LR. Our results suggest that HFD-O
mice reached success in regenerating the liver after PHx even when
rechallenged to HFD in later life for short-term.

Methods

Experimental design

Swiss (Unib:SW) female mice (5 weeks old, n= 10 per group) were
provided by the State University of Campinas Animal Breeding
Center (CEMIB, Brazil) and randomly separated into two groups:
group fed standard chow (SC, composed of 73% kcal carbohydrate,
17,5% kcal protein, and 9,5% kcal lipids) and group fed HFD (for
growth, composed of 35% kcal carbohydrate, 19% kcal protein, and
45% kcal lipids) ad libitum during adaptation period, gestation,
and lactation (Fig. 1a). All mice were maintained in individual
polypropylene micro-isolators at 22 ± 1°C and lights on from
06:00 to 18:00 h. Swiss males from the same age fed SC were used
for mating (2 females:1 male). After birth, both litters of control
dams (SC-O) and HFD dams (HFD-O) were adjusted to eight male
pups per dam and females were discarded. Offspring were weaned
and fed SC ad libitum until 8-week-old (p56), when they were sub-
jected to PHx procedure. In order to evaluate the effect of acute re-
exposure to HFD in adulthood on LR, the offspring were fed HFD
(for maintenance) for 3 days (p53 to p56) prior to PHx and evalu-
ated for 7 days after surgery (p63) (Fig. 1b). One male pup of each
litter was used for analysis. HFDwere prepared according toAIN-93
Guidelines, as described previously19 and Nuvilab® CR-1 commer-
cial feed was used as standard chow. All mice were culled by decapi-
tation after receiving a mixture containing ketamine (139.2mg/kg
bw), diazepam (4mg/kg bw), and xylazine (18.4 mg/kg bw).

Induction of hepatic regeneration by 2/3 partial hepatectomy
(PHx)

To assess liver regenerative capacity, a PHx procedure was per-
formed at p56 and 2/3 of the liver was removed under anesthesia
with a mixture of isoflurane and oxygen (2%:2L/min), as previ-
ously described.25 After surgery mice received analgesia immedi-
ately and every 24 h until the sacrifice (carprofen – 10 mg/kg of
body weight). Analyses were performed using the same animal
as control, with time 0 h referring to the left lobe removed during
surgery. For 4 and 48 h after PHx, the right lobe was evaluated.

Immunoblotting

Liver samples (100 mg) were homogenized in RIPA buffer and
protein concentrations were determined using Biuret Reagent.
50 ug of proteins were separated by SDS-PAGE and transferred
onto a nitrocellulose membrane. After blocking the membrane
was incubated overnight with antibodies to p-STAT3 (Cell

Signaling Technology, #9145, 1:1000), STAT3 (Santa Cruz
Biotechnology, sc-482, 1:500), p-ERK1/2 (Cell Signaling Technology,
#9106, 1:1000), Cyclin D1 (Cell Signaling Technology, #2978, 1:1000),
PCNA (Abcam, ab29, 1:1000), β-actin as endogenous control
(Abcam, ab8227, 1:1000) and then incubated with a secondary anti-
body. Band intensity was detected by chemiluminescence in
GeneGnome equipment (Syngene) and evaluated by densitometry
using Scion Image software (Scion Corporation).

Real-time quantitative PCR (qPCR)

Total RNA from liver samples (50mg) was extracted using RNAzol
reagent (Sigma-Aldrich) according to the manufacturer’s recom-
mendations and quantified using NanoDrop ND-2000. Reverse
transcription was performed with 3 μg of total RNA using the
High-Capacity cDNA Reverse Transcription Kit (Thermo Fisher
Scientific). Relative expression was determined using a Taqman
system and primers for the following targets: Gfer, Tnfα, Il1β,
and Il6. Rplp0 was used as endogenous control. Each PCR con-
tained 20 ng of complementary DNA and was performed on the
ABI 7500 Fast System. Data were expressed as relative values deter-
mined by the threshold cycle comparison method (2-ΔΔCt),
according to the manufacturer’s recommendation.

Immunofluorescence

For immunofluorescence analyses, 5 μm of liver frozen sections
were fixed in 4% paraformaldehyde solution for 30 min, washed

Fig. 1. Experimental design. Dams were randomly fed standard chow (SC, 9.5% fat)
or a high-fat diet (HFD, 45% fat) during an adaptation period, pregnancy, and lacta-
tion. They were mated with standard chow male mice and at the delivery day were
adjusted to eight pups per litter (at least three different litters per group). After wean-
ing, offspring was only fed SC until p56 (protocol a) or p53 (protocol b, when the diet
was switched to HFD). At p56 offspring from SC-O or HFD-O were subjected to 2/3
hepatectomy (PHx) and euthanized on 0, 4, and 48 h postoperation (protocol a) or
on 7 days postoperation (protocol b).
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in PBS and then incubated in PBS solution containing 0.5% Triton
X-100 and 0.05% SDS for 30 min. After washing, slides were
blocked with 1% albumin diluted in PBT (0.1M PBSþ 0.25%
Triton X-100) for 2 h at room temperature. Slides were then incu-
bated with Ki67 (Abcam, ab15580, 1:100) and CK18 (Abcam,
ab668, 1:100) primary antibodies diluted in blocking solution over-
night at 4°C. The sections were visualized using IMMU-Mount
immunofluorescence medium (Thermo Fisher Scientific) with
DAPI solution (Sigma, D9542, 1:2000) in a fluorescence optical
microscope (LEICA DMI 4000B) under 200× magnification and
quantified with Image J software.

Oil red

Lipid droplets were analyzed in 5 μm of liver frozen sections by oil
red staining (Oil Red O, Sigma-Aldrich) as described by Mehlem
et al.26 Images were obtained in an optical microscope (LEICA
DMI 4000B) under 200× and 1000× magnification.

Serum determination of alanine and aspartate amino
transferase (ALT/AST)

Blood samples were centrifuged at 2500 rpm for 30 min and serum
ALT/GLP and AST/GOT were detected using enzymatic kits
(Labtest) according to the manufacturer’s instructions.

Liver triglyceride measurement

Lipids from liver tissues were extracted by the Folch method.
Briefly, hepatic samples (200 mg) were homogenized in 4-ml
Folch solution (2:1 v/v chloroform/methanol) and centrifuged
at 2500 rpm for 10 min. Around 3 ml of the lower phase (lipid-
containing fraction) was collected and dried (evaporated) and
lipids were resuspended in 1 ml of isopropanol. Triglyceride
(TG) contents were measured with the GPO-PAP assay
kit (Roche Diagnostics), according to the manufacturer’s
instructions.

Cell cycle assay

In order to determine the distribution of cell cycle stages, hep-
atocytes were extracted and isolated according to Severgnini
et al.27 5 × 105 cells/mL were resuspended in 100 ul of
PBSþ propidium iodide (ImmunoChemistry Technologies) at
a concentration of 20 ug/ml and flow cytometric analysis was
performed in a BD Accuri C6 cytometer on channels FL2
(585/40 nm) and FL3 (610/20 nm). A total of 10,000 events were
counted in gate P2.

Statistical analysis

The results are expressed as mean±SEM. Student’s t-test was used
to compare two groups. One-way, Two-Way or Factorial Analysis
of variance (ANOVA) was applied for multiple comparisons, and a
post hoc test (Bonferroni) was used to determine a significance
level of p≤ 0.05. Considering a statistical power of 80%, with a type
I error (alpha) of 5% and taking into account the three R’s concept
of Russell and Burch28 a minimum sample size of 5 animals was
applied. Statistical analysis of each result is described in each figure
legend. Data were analyzed using GraphPad Prism, version 7
(GraphPad Software, Inc. USA).

Results

Effects of maternal obesity on liver regenerative capacity of
male offspring

Since the increase in BMI negatively impacts liver regenerative
capacity in humans (2) and offspring of obese dams (HFD-O)
are programmed to develop an obesogenic phenotype, we evalu-
ated if alterations in hepatic regenerative capability could be
detected in HFD-O.

HFD dams presented increased weight gain from week 2 to
4 of the adaptation period and higher body weight before mat-
ing, despite no differences being observed in caloric intake
(Supl. Fig. 1).

The HFD-O group presented higher body weight from the sec-
ond week of life compared to offspring of control dams (SC-O)
(Fig. 2a), as shown in our previous studies.18–20 At postnatal day
56 (p56), the HFD-O group also presented greater adiposity
(2.4-fold, p< 0.05), demonstrating characteristics of an obese phe-
notype triggered by metabolic programming (Fig. 2b).

After PHx, the SC-O group had 100% survival rate, while the
HFD-O group was only slightly lower, about 90% survival rate
(Fig. 2c). In order to understand the regenerative response, the liver
was analyzed by investigating the factors involved in initial and late
postoperative response. AST andALT activity after PHxwas evalu-
ated (Fig. 2d, 2e). As expected, these enzymes reached high indices
with 4 h (more than 21-fold for AST and ALT, p< 0.05) and then
returned to basal levels in 48 h, in both groups. Both SC-O and
HFD-O mice developed transient steatosis due to higher TG accu-
mulation after 48 h (Fig. 2f, 2g).

Maternal diet seemed to differentially affect hepatocytes abil-
ity to progressing in the cell cycle. The HFD-O group showed
lower Ki67 positive labeling (twofold, p < 0.05) in hepatocytes
(Fig. 3a, 3b), as well as few cells in the S phase 48 h after PHx
compared to SC-O (6.8% HFD-O vs 16.3% SC-O) (Fig. 3c).
On the other hand, the percentage of cells in subG0/G1 phase
was greater in the HFD-O group (13.0% HFD-O vs 3.5%
SC-O) at the same time point (Fig. 3d, 3e, 3f, 3g). We also evalu-
ated mRNA levels of Gfer, a gene that encodes hepatopoietin,
described as to promote hepatocytes growth in the regenerating
liver. The results showed similar tendency between SC-O and
HFD-O group regarding Gfer expression, which diminished
4 h after PHx and returned to baseline levels 48 h after PHx,
demonstrating that the gene was not modulated in offspring
by the maternal diet (Fig. 3h).

Regarding the inflammatory markers, after 4 h PHx, only IL6
levels increased in the liver of SC-O group (Fig. 4a). The analysis
of the IL6 signaling pathway showed that phosphorylation of
STAT3 occurred 4 h after PHx in both groups, which is consistent
with the initial inflammatory response of the regenerative process
(Fig. 4b), even though there was no pronounced increase in IL6 in
the HFD-O group. After 48 h, p-STAT3 levels showed a slightly
increase in SC-O compared to HFD-O (Fig. 4c). In order to evalu-
ate the proteins involved in cell proliferation, MAP Kinase
ERK1/2 phosphorylation was determined as well as cyclin and
PCNA content. p-ERK1/2 remained lower 4 h and 48 h after
PHx in both SC-O and HFD-O (Fig. 4b, 4c). Consistent altera-
tions in cyclin and PCNA content were observed only as a result
of late postoperative response (48 h after PHx), despite the sur-
prising PCNA reduction in both SC-O and in HFD-O 4 h after
PHx. Accordingly, PCNA levels were higher only in SC-O 48 h
after PHx, and cyclin D1 tended to decrease in HFD-O 48 h after
PHx (Fig. 4c).
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Effects on LR of offspring directly exposure to an HFD in
adulthood

In order to evaluate whether a second insult, a rechallenge to HFD
in adulthood, could lead to the compromising of regenerative proc-
ess in offspring of obese dams, part of the SC-O andHFD-O groups
were fed HFD for 3 days before PHx (from p53), and this diet was
maintained for 7 days during the recovery procedure.

Both groups presented the same survival rate after the experi-
mental period (80% after 48 h) (Fig. 5a), although the HFD-O
group continued to present higher adiposity (60,3%, p< 0.05)
(Fig. 5b). Regarding the relative liver weight, there was no signifi-
cant difference between groups (Fig. 5c). This was also evidenced in
macroscopic observation of the liver, shown in a representative
image of the regenerated organ after 7 days (Fig. 5d).

Discussion

It is known that offspring of obese dams presented increased
adiposity and hepatic TG accumulation.18–20 However, the

relationship between hepatic lipid accumulation and the regener-
ative process is still controversial. The present study explored the
effect of maternal HFD consumption and obesity development on
the liver regenerative process in male offspring. Our results dem-
onstrate that NAFLD developed by offspring of HFD dams delays
the regenerative process after PHx but allows the offspring to reach
success in regenerating the liver and survive even when acutely re-
exposed to HFD in adulthood.

It is known that after PHx, even animals that were fed SC
develop a state of transient steatosis as a physiological and neces-
sary condition to provide energy during the regeneration process.29

TG are mainly accumulated in the regenerating liver as a result of
lipolysis in peripheral adipose tissue.30 Interestingly, some studies
have shown that steatosis post PHx promotes regeneration, but the
process is impaired in steatosis models resulting from previous
obesity and HFD consumption conditions.31,32 In this context, a
clinical study showed that individuals with severe steatosis pre-
sented reduction in regeneration index compared to individuals
without steatosis or with mild steatosis.33 Additionally, Amini

Fig. 2. Metabolic characterization of offspring from SC and HFD dams before hepatectomy and during the postoperative period. Body weight from day 7 to day 56 (n= 10 per
group) (a) and fat pad mass at day 56 (n= 10 per group) (b), survival rate before hepatectomy and at 24 and 48 h postoperation (n= 10 per group) (c), serum AST levels (n= 9 per
group) (d) and serum ALT levels (n= 9 per group) (e) before hepatectomy and at 4 and 48 h postoperation and Liver fat content by oil red staining (n= 6 per group, AF= 200× and
1000×), and by colorimetric analysis (n= 5 per group, normalized to liver weight) before hepatectomy and on 48 h postoperation. Data are shown as means±SEM. In all graphs, at
least three different litters were considered. Repeated measures two-way ANOVA (a), t-test (b) or factorial ANOVA (c, d, e, f, and g) was used to compare the groups, *p< 0.05.
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et al.34 showed that the risk of a major complication after hepatec-
tomy was greatest among obese patients compared to normal
weight patients.

LR after PHx induces hyperplasia by replication of preexisting
adult hepatocytes without activation of progenitor cells.22 Previous
in vivo studies have shown that TG accumulation within hepato-
cytes can induce failure in the regeneration stages. Data from the
present study provide evidence that offspring steatosis as a result of
maternal HFD consumption affects the initial stages of LR. The
priming phase trigger the regeneration when hepatocytes switch
from the G0 to the G1 state mediated by IL-6 signaling.
However, the hepatocytes become trapped in G1,22,35 not reaching
the progression phase, when hepatocytes are committed for the
G1-to-S transition.35 The priming phase seems to have occurred

in HFD-O, considering that STAT3 phosphorylation was observed
at 4h after PHx. However, we observed a consistent increase of IL-6
levels only in SC-O mice after PHx. The increase in IL-6 was
expected since it is the main cytokine mediating acute response
after hepatic injury, inducing cytoprotective and mitogenic func-
tions.36 In addition to IL-6, many humoral factors could activate
STAT3 pathway, as well as effectors released by nerve terminals
like acetylcholine that mediate the cholinergic anti-inflammatory
pathway through efferent vagus nerve.37

ERK is phosphorylated at threonine and tyrosine residues and
translocated to the nucleus, contributing to the cell cycle progres-
sion and regenerative mechanisms through G1-to-S phase transi-
tion stimulation.38,39 Difference in its activation could explain the
delay in hepatic regeneration observed in our model. However,

Fig. 3. Hepatic cell cycle analysis of offspring from SC and HFD dams before hepatectomy and during the postoperative period. Representative images of liver sections (before
and 48 h after PHx) costained with anti-Ki67 and anti-CK18 antibodies (n= 4 per group) analyzed by immunofluorescence (a), Ki67þ cells were counted and normalized to total
DAPIþ cells (n= 4 per group) (b), distribution of hepatocytes in the cell cycle (pool of three pups per group) analyzed by flow citometry (c). Representative histogram of cell cycle
distribution (pool of three pups per group) by flow cytometry – SC-O (d) and HFD-O (e) before hepatectomy and SC-O (f) and HFD-O (g) at 48 h postoperation. Relative gene
expression of Gfer by qPCR and normalized to RPLP0 of offspring from SC and HFD dams before hepatectomy and on 4 and 48 h postoperative (n= 10 per group) (h). Data are
shown as means±SEM. In all graphs, at least three different litters were considered. Factorial ANOVA, *p< 0.05.

Journal of Developmental Origins of Health and Disease 579

https://doi.org/10.1017/S2040174421000659 Published online by Cambridge University Press

https://doi.org/10.1017/S2040174421000659


Fig. 4. Hepatic transcript levels of Inflammatorymarkers, IL6 signaling pathway and cell cycle related protein of offspring from SC and HFD dams before hepatectomy and during
the postoperative period. Relative gene expression of Tnfα, Il1β and Il6 normalized to RPLP0 by qPCR before hepatectomy and at 4 and 48 h postoperation (n= 10 per group) (a).
Representative western blot of liver samples prepared from offspring from SC and HFD dams before and 4 h after PHx (n= 4 per group) and immunoblotted with anti-phospho-
STAT3, anti-phospho-ERK1/2, Cyclin D1 and PCNA antibodies (b). Representative western blot of liver samples prepared from offspring from SC and HFD dams before and 48 h
after PHx (n= 4 per group) and immunoblotted with anti-phospho-STAT3, anti-phospho-ERK1/2, Cyclin D1 and PCNA antibodies (c). Data are means±SEM. In all graphs, at least
three different litters were considered. Factorial ANOVA, *p< 0.05.

Fig. 5. Liver regeneration 7 days after hepatectomy of offspring from SC and HFD dams rechallenged with HFD in later life. Survival rate 7 days after PHx (n= 6 per group) (a), fat
pad mass at day 63 (n= 5 per group) (b), Liver to body weight ratio (n= 5 per group) (c), Representative regenerative liver image 7 days after PHx (d). Data are shown as means
±SEM. In all graphs, at least three different litters were considered. Student’s t-test, two-tailed, *p< 0.05.
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SC-O andHFD-Omice similar increase in ERK1/2 phosphorylation
before PHx, thatwas diminished after 4 h-PHx in both groups evalu-
ated, suggesting that a defect in ERK activation is not responsible for
the transient arrest in cell cycle observed for HFD-O group.

The delay observed in hepatic regeneration was associated with
decreased markers of cell progression (Ki67þ cells and percentage
of cells in S phase) 48 h after PHx in HFD-O compared to SC-O.
Balance between hepatic proliferation and cell deathmay be critical
for liver homeostasis maintenance during regenerative process.40

Therefore, a higher percentage of cells in sub G0/ and diminished
cell number in S phase G1 observed in HFD-O group are markers
of delay on the proliferative process.

Additionally, by using immunoblotting analysis, we identified
reduced levels of proteins involved in the cell cycle checkpoint
(cyclin D1 and PCNA) 48 h after PHx in HFD-O. Cyclins partici-
pate in the control of the cell cycle progression by activating CDKs.
Cyclin D1 forms a complex with CDK4/6 and promotes the switch
from G0/G1-to-S phase.32 Furthermore, Cyclin D1 expression
could be regulated by hepatopoietin, a growth factor enconded
by Gfer gene.41 Although we did not evaluate CDKs and Gfer
mRNA content has not been different between groups in our study,
the results of cyclin D1 were confirmed by those of PCNA.

Although there was no difference in survival rate after PHx of
mice exposed to a HFD during perinatal period, we tested if mater-
nal HFD would produce long-lasting effects on the liver of off-
spring. Nowadays it is accepted the "multiple-hits model" theory
to explain the interaction of genetic and environmental factors
leading to liver disease progress.42–45 Maternal exposure to HFD
during developmental stages would represent the first hit and a
new challenge in adulthood could represent a second insult with
more harmful consequences for the liver, when compared to off-
spring who had no contact in perinatal life.

Considering our previous studies,19,20 showing that HFD
re-exposure in adult life aggravated metabolic impairment of HFD-O
compared to SC-O and additionally, mice subjected to 3 days of
HFD feeding presented alteration in liver metabolic pathways,46

we acutely switched HFD-O and SC-O from the control diet to
HFD for 3 days before and kept it after 7 days of surgery. HFD-O
mice showed to be protected from mechanical injury, given they
did not show differences from SC-O in survival, hepatic regener-
ative index (LW:BW ratio) and regenerated liver area after the
re-exposition to HFD 3 days prior PHx until liver mass re-estab-
lishment. According to the literature, it is estimated that 7 days
after surgical removal in mice the remaining liver has regenerated
in size equivalent to its original mass, and so this time was used in
our experimental protocol.22 Although offspring from obese dams
rechallenged to HFD in adulthood presented pronounced damage
to insulin signaling in metabolically active tissues, as previously
described, liver shown to be the last affected tissue.20

Our results demonstrate for the first time the effect of maternal
HFD consumption on offspring LR after PHx. Altogether, the data
reinforce that the development of steatosis is related to liver regener-
ative capability but repair mechanisms in offspring programmed by
maternal overnutrition overlap to metabolic damage, in order to pro-
mote tissue regeneration, evenwith some delay, to ensure the survival.

Supplementary materials. For supplementary material for this article, please
visit https://doi.org/10.1017/S2040174421000659
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Pesquisa – UNICAMP – for the language services provided; Laboratory of
Metabolic Disorders belongs to the Obesity and Comorbidities Research
Center (OCRC).

Financial support. This work was supported by grants from the Coordenação
de Aperfeiçoamento de Pessoal de Nível Superior – Brasil (CAPES, Finance
Code 001, grant # 160638 PROCAD), National Council for Scientific and
Technological Development (CNPq, Torsoni AS grant # 303209/2019-4) and
São Paulo Research Foundation (FAPESP, Torsoni AS grant # 2019-03351-5).

Conflicts of interest. None.

Ethical standards. The authors assert that all procedures contributing to
this work comply with the ethical standards of the relevant national guides
on the care and use of laboratory animals “Brazilian College for Animal
Experimentation” (COBEA) and have been approved by the institutional com-
mittee “Ethical Committee for Animal Use” (CEUA), Protocol 3964-1, State
University of Campinas – UNICAMP (Campinas, São Paulo, Brazil).

Author contribution statements. AST: Conceptualization, Data curation,
Project administration, Resources, and Writing – original draft; TF, LAPS,
MFF, VAC, AR, and TGR: Formal analysis, Investigation, and Methodology.
LAPS, MAT, LMIS, MM, EGM, and PCL: Writing – review & editing. All
authors approved the final version.

References

1. Marchesini G, Brizi M, Blanchi G, et al. Nonalcoholic fatty liver disease: a
feature of the metabolic syndrome. Diabetes. 2001; 50(8), 1844–1850. DOI
10.2337/diabetes.50.8.1844.

2. Heron M. Deaths: leading causes for 2015. Natl Vital Stat Reports. 2017;
66(5), 1–76.

3. Lindenmeyer CC,McCulloughAJ. The natural history of nonalcoholic fatty
liver disease—An evolving view.Clin Liver Dis. 2018; 22(1), 11–21. DOI 10.
1016/j.cld.2017.08.003.

4. Rinella ME. Nonalcoholic fatty liver disease a systematic review. JAMA.
2015; 313(22), 2263–2273. DOI 10.1001/jama.2015.5370.

5. Rodrigues AA, Andrade RSSB, Vasconcelos DFP. Relationship between
experimental diet in rats and nonalcoholic hepatic disease: review of liter-
ature. Int J Hepatol. 2018; 2018(7), 1–8. DOI 10.1155/2018/9023027.

6. Kitamori K, Naito H, Tamada H, et al.Development of novel rat model for
high-fat and high-cholesterol diet-induced steatohepatitis and severe fibro-
sis progression in SHRSP5/Dmcr. Environ Health Prev Med. 2012; 17(3),
173–182. DOI 10.1007/s12199-011-0235-9.

7. Zou Y, Li J, Lu C, et al. High-fat emulsion-induced rat model of
nonalcoholic steatohepatitis. Life Sci. 2006; 79(11), 1100–1107. DOI 10.
1016/j.lfs.2006.03.021.

8. Liu Y, Meyer C, Xu C, et al. Animal models of chronic liver diseases. Am J
Physiol Gastrointest Liver Physiol. 2013; 304(5), G449–G468. DOI 10.1152/
ajpgi.00199.2012.

9. Corbin KD, Zeisel SH. Choline metabolism provides novel insights
into nonalcoholic fatty liver disease and its progression. Curr Opin
Gastroenterol. 2012; 28(2), 159–165.DOI 10.1097/MOG.0b013e32834e7b4b.

10. Anstee QM, Goldin RD. Mouse models in non-alcoholic fatty liver disease
and steatohepatitis research. Int J Exp Pathol. 2006; 87(1), 1–16. DOI 10.
1111/j.0959-9673.2006.00465.x.

11. Kirsch R, ClarksonV, Shephard EG, et al.Rodent nutritional model of non-
alcoholic steatohepatitis: species, strain and sex difference studies.
J Gastroenterol Hepatol. 2003; 18(11), 1272–1282. DOI 10.1046/j.1440-
1746.2003.03198.x.

12. Lieber CS, Leo MA, Mak KM, et al.Model of nonalcoholic steatohepatitis.
Am J Clin Nutr. 2004; 79(3), 502–509. DOI 10.1093/ajcn/79.3.502.

13. Kučera O, Garnol T, Lotková H, et al. The effect of rat strain, diet compo-
sition and feeding period on the development of a nutritionalmodel of non-
alcoholic fatty liver disease in rats. Physiol Res. 2011; 60(2), 317–328. DOI
10.33549/physiolres.932022.

14. Pruis MGM, Lendvai Á., Bloks VW, et al. Maternal western diet primes
non-alcoholic fatty liver disease in adult mouse offspring. Acta Physiol.
2014; 210(1), 215–227. DOI 10.1111/apha.12197.

15. Cao B, Liu C, Zhang Q, Dong Y. Maternal high-fat diet leads to non-
alcoholic fatty liver disease through upregulating hepatic SCD1 expression
in neonate rats. Front Nutr. 2020; 7, 547. DOI 10.3389/fnut.2020.581723.

Journal of Developmental Origins of Health and Disease 581

https://doi.org/10.1017/S2040174421000659 Published online by Cambridge University Press

https://doi.org/10.1017/S2040174421000659
https://doi.org/10.2337/diabetes.50.8.1844
https://doi.org/10.1016/j.cld.2017.08.003
https://doi.org/10.1016/j.cld.2017.08.003
https://doi.org/10.1001/jama.2015.5370
https://doi.org/10.1155/2018/9023027
https://doi.org/10.1007/s12199-011-0235-9
https://doi.org/10.1016/j.lfs.2006.03.021
https://doi.org/10.1016/j.lfs.2006.03.021
https://doi.org/10.1152/ajpgi.00199.2012
https://doi.org/10.1152/ajpgi.00199.2012
https://doi.org/10.1097/MOG.0b013e32834e7b4b
https://doi.org/10.1111/j.0959-9673.2006.00465.x
https://doi.org/10.1111/j.0959-9673.2006.00465.x
https://doi.org/10.1046/j.1440-1746.2003.03198.x
https://doi.org/10.1046/j.1440-1746.2003.03198.x
https://doi.org/10.1093/ajcn/79.3.502
https://doi.org/10.33549/physiolres.932022
https://doi.org/10.1111/apha.12197
https://doi.org/10.3389/fnut.2020.581723
https://doi.org/10.1017/S2040174421000659


16. McCurdyCE, Bishop JM,Williams SM, et al.Maternal high-fat diet triggers
lipotoxicity in the fetal livers of nonhuman primates. J Clin Invest. 2009;
119(2), 323–335. DOI 10.1172/JCI32661.

17. Ashino NG, Saito KN, Souza FD, et al. Maternal high-fat feeding through
pregnancy and lactation predisposes mouse offspring to molecular insulin
resistance and fatty liver. J Nutr Biochem. 2012; 23(4), 341–348. DOI 10.
1016/j.jnutbio.2010.12.011.

18. Benatti RO, Melo AM, Borges FO, et al. Maternal high-fat diet consump-
tion modulates hepatic lipid metabolism and microRNA-122 (miR-122)
and microRNA-370 (miR-370) expression in offspring. Br J Nutr. 2014;
111(12), 2112–2122. DOI 10.1017/S0007114514000579.

19. de Paula Simino LA, de Fante T, Figueiredo FontanaM, et al. Lipid overload
during gestation and lactation can independently alter lipid homeostasis in
offspring and promote metabolic impairment after new challenge to high-
fat diet. Nutr Metab (Lond). 2017; 14(1), 16. DOI 10.1186/s12986-017-
0168-4.

20. de Fante T, Simino LA, Reginato A, et al. Diet-Induced maternal obesity
alters insulin signalling in male mice offspring rechallenged with a high-
fat diet in adulthood. PLoS One. 2016; 11(8), e0160184. DOI 10.1371/
journal.pone.0160184.

21. Moore JB. Symposium 1: overnutrition: consequences and solutions Non-
alcoholic fatty liver disease: the hepatic consequence of obesity and themet-
abolic syndrome. Proc Nutr Soc. 2010; 69(2), 211–220. DOI 10.1017/
S0029665110000030.

22. Mao SA, Glorioso JM, Nyberg SL. Liver regeneration. Transl Res. 2014;
163(4), 352–362. DOI 10.1016/j.trsl.2014.01.005.

23. LiW, Liang X, Leu JI, Kovalovich K, Ciliberto G, Taub R. Global changes in
interleukin-6-dependent gene expression patterns inmouse livers after par-
tial hepatectomy. Hepatology. 2001; 33(6), 1377–1386. DOI 10.1053/jhep.
2001.24431.

24. Veteläinen R, Van Vliet AK, Van Gulik TM. Severe steatosis increases hep-
atocellular injury and impairs liver regeneration in a rat model of partial
hepatectomy. Ann Surg. 2007; 245(1), 44–50. DOI 10.1097/01.sla.
0000225253.84501.0e.

25. Mitchell C,WillenbringH. A reproducible andwell-toleratedmethod for 2/
3 partial hepatectomy in mice. Nat Protoc. 2008; 3(7), 1167–1170. DOI 10.
1038/nprot.2008.80.

26. Mehlem A, Hagberg CE, Muhl L, Eriksson U, Falkevall A. Imaging
of neutral lipids by oil red O for analyzing the metabolic status in health
and disease. Nat Protoc. 2013; 8(6), 1149–1154. DOI 10.1038/nprot.
2013.055.

27. Severgnini M, Sherman J, Sehgal A, et al. A rapid two-step method for iso-
lation of functional primary mouse hepatocytes: cell characterization and
asialoglycoprotein receptor based assay development. Cytotechnology.
2012; 64(2), 187–195. DOI 10.1007/s10616-011-9407-0.

28. RusselW, Burch R. The principles of humane experimental technique.Med
J Aust. 1960; 1(13), 500–500. DOI 10.5694/j.1326-5377.1960.tb73127.x.

29. Yang SQ, Mandal AK, Huang J, Diehl AM. Disrupted signaling and inhib-
ited regeneration in obese mice with fatty livers: implications for
nonalcoholic fatty liver disease pathophysiology.Hepatology. 2001; 34(4 I),
694–706. DOI 10.1053/jhep.2001.28054.

30. Rudnick DA, Davidson NO. Functional relationships between lipid
metabolism and liver regeneration. Int J Hepatol. 2012; 2012(1), 1–8.
DOI 10.1155/2012/549241.

31. Scholzen T, Gerdes J. The Ki-67 protein: from the known and the unknown.
J Cell Physiol. 2000; 182(3), 311–322. DOI 10.1002/(SICI)1097-
4652(200003)182:.

32. Zheng B, Wang G, Gao W, Wu Q, Zhu W, Weng G. SOX7 is involved in
polyphyllin D-induced G0/G1 cell cycle arrest through down-regulation
of cyclin D1. Acta Pharm. 2020; 70(2), 191–200. DOI 10.2478/acph-
2020-0017.

33. Abshagen K, Degenhardt B, LiebigM, et al. Liver-specific Repin1 deficiency
impairs transient hepatic steatosis in liver regeneration. Sci Rep. 2018; 8(1),
1–15. DOI 10.1038/s41598-018-35325-3.

34. Amini N,Margonis GA, Buttner S, et al. Liver regeneration after major liver
hepatectomy: impact of body mass index. Surgery. 2016; 160, 81–91. DOI
10.1016/j.surg.2016.02.014.

35. Matot I, Nachmansson N, Duev O, et al. Impaired liver regeneration after
hepatectomy and bleeding is associated with a shift from hepatocyte pro-
liferation to hypertrophy. FASEB J. 2017; 31(12), 5283–5295. DOI 10.1096/
fj.201700153R.

36. Mebratu Y, Tesfaigzi Y. How ERK1/2 activation controls cell proliferation
and cell death is subcellular localization the answer? Cell Cycle. 2009; 8(8),
1168–1175. DOI 10.4161/cc.8.8.8147.

37. Wang XF, Yang ZG, Xue B, Shi H. Activation of the cholinergic anti-
inflammatory pathway ameliorates obesity-induced inflammation and
insulin resistance. Endocrinology. 2011; 152(3), 836–846. DOI 10.1210/
en.2010-0855.

38. Naseem S, Hussain T, Manzoor S. Interleukin-6: a promising cytokine to
support liver regeneration and adaptive immunity in liver pathologies.
Cytokine Growth Factor Rev. 2018; 39(15), 36–45. DOI 10.1016/j.cytogfr.
2018.01.002.

39. Sydor S, Gu Y, Schlattjan M, et al. Steatosis does not impair liver regener-
ation after partial hepatectomy. Lab Invest. 2013; 93(1), 20–30. DOI 10.
1038/labinvest.2012.142.

40. Tao Y, Wang M, Chen E, Tang H. Liver regeneration: analysis of the main
relevant signaling molecules. Mediators Inflamm. 2017; 2017(5309), 1–9.
DOI 10.1155/2017/4256352.

41. Gupta P, Venugopal SK. Augmenter of liver regeneration: a key protein in
liver regeneration and pathophysiology.Hepatol Res. 2018; 48(8), 587–596.
DOI 10.1111/hepr.13077.

42. Wedemeyer H, Thursz M. The role of different EASL-papers: clinical prac-
tice guidelines vs. position papers vs. conference summaries. J Hepatol.
2010; 53(2), 372–384. DOI 10.1016/j.jhep.2010.04.008.

43. Berardis S, Sokal E. Pediatric non-alcoholic fatty liver disease: an increasing
public health issue. Eur J Pediatr. 2014; 173(2), 131–139. DOI 10.1007/
s00431-013-2157-6.

44. Alisi A, Cianfarani S, Manco M, Agostoni C, Nobili V. Non-alcoholic fatty
liver disease and metabolic syndrome in adolescents: pathogenetic role of
genetic background and intrauterine environment. Ann Med. 2012; 44(1),
29–40. DOI 10.3109/07853890.2010.547869.

45. AyonrindeOT,Olynyk JK,Marsh JA, et al.Childhood adiposity trajectories
and risk of nonalcoholic fatty liver disease in adolescents. J Gastroenterol
Hepatol. 2015; 30(1), 163–171. DOI 10.1111/jgh.12666.

46. Miller CN, Morton HP, Cooney PT, et al. Acute exposure to high-fat diets
increases hepatic expression of genes related to cell repair and remodeling
in female rats. Nutr Res. 2014; 34(1), 85–93. DOI 10.1016/j.nutres.2013.
10.010.

582 T. Fante et al.

https://doi.org/10.1017/S2040174421000659 Published online by Cambridge University Press

https://doi.org/10.1172/JCI32661
https://doi.org/10.1016/j.jnutbio.2010.12.011
https://doi.org/10.1016/j.jnutbio.2010.12.011
https://doi.org/10.1017/S0007114514000579
https://doi.org/10.1186/s12986-017-0168-4
https://doi.org/10.1186/s12986-017-0168-4
https://doi.org/10.1371/journal.pone.0160184
https://doi.org/10.1371/journal.pone.0160184
https://doi.org/10.1017/S0029665110000030
https://doi.org/10.1017/S0029665110000030
https://doi.org/10.1016/j.trsl.2014.01.005
https://doi.org/10.1053/jhep.2001.24431
https://doi.org/10.1053/jhep.2001.24431
https://doi.org/10.1097/01.sla.0000225253.84501.0e
https://doi.org/10.1097/01.sla.0000225253.84501.0e
https://doi.org/10.1038/nprot.2008.80
https://doi.org/10.1038/nprot.2008.80
https://doi.org/10.1038/nprot.2013.055
https://doi.org/10.1038/nprot.2013.055
https://doi.org/10.1007/s10616-011-9407-0
https://doi.org/10.5694/j.1326-5377.1960.tb73127.x
https://doi.org/10.1053/jhep.2001.28054
https://doi.org/10.1155/2012/549241
https://doi.org/10.1002/(SICI)1097-4652(200003)182:
https://doi.org/10.1002/(SICI)1097-4652(200003)182:
https://doi.org/10.2478/acph-2020-0017
https://doi.org/10.2478/acph-2020-0017
https://doi.org/10.1038/s41598-018-35325-3
https://doi.org/10.1016/j.surg.2016.02.014
https://doi.org/10.1096/fj.201700153R
https://doi.org/10.1096/fj.201700153R
https://doi.org/10.4161/cc.8.8.8147
https://doi.org/10.1210/en.2010-0855
https://doi.org/10.1210/en.2010-0855
https://doi.org/10.1016/j.cytogfr.2018.01.002
https://doi.org/10.1016/j.cytogfr.2018.01.002
https://doi.org/10.1038/labinvest.2012.142
https://doi.org/10.1038/labinvest.2012.142
https://doi.org/10.1155/2017/4256352
https://doi.org/10.1111/hepr.13077
https://doi.org/10.1016/j.jhep.2010.04.008
https://doi.org/10.1007/s00431-013-2157-6
https://doi.org/10.1007/s00431-013-2157-6
https://doi.org/10.3109/07853890.2010.547869
https://doi.org/10.1111/jgh.12666
https://doi.org/10.1016/j.nutres.2013.10.010
https://doi.org/10.1016/j.nutres.2013.10.010
https://doi.org/10.1017/S2040174421000659

	Maternal high-fat diet consumption programs male offspring to mitigate complications in liver regeneration
	Introduction
	Methods
	Experimental design
	Induction of hepatic regeneration by 2/3 partial hepatectomy (PHx)
	Immunoblotting
	Real-time quantitative PCR (qPCR)
	Immunofluorescence
	Oil red
	Serum determination of alanine and aspartate amino transferase (ALT/AST)
	Liver triglyceride measurement
	Cell cycle assay
	Statistical analysis

	Results
	Effects of maternal obesity on liver regenerative capacity of male offspring
	Effects on LR of offspring directly exposure to an HFD in adulthood

	Discussion
	References


